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Sex types in castor

d) Amrutpani is a good source of micronutrient which includes high concentration of Fe (208.44 
ppm), Ca (2276.73 ppm), Mg (1119.15 ppm) and Ti (73.05 ppm). LC -QToF analysis revealed 
that Adouetine Z is an insecticidal cyclic peptide and (5alpha, 8beta, 9beta)-5,9-Epoxy-3,6-
megastigmadien-8-ol is an antioxidant compound

 

foundin Amrutpani.

 

e) Sanjivak

 

has antagonist activity and micronutrient content with important compound like 

Methyl jasmonate.

 

(Dept. of Biotechnology, CoA, JAU, Junagadh)

Studies on phytochemicals and metabolomics profiling of seaweeds

 

 

Transcriptome and proteomic characterization for identification of candidate genes 

responsible for pistillate inflorescence and its reversion in castor

The scientific communities involved in 
castor improvement are recommended to use the 
set of 14 primers as mentioned below to distinguish 
the pistillate and monoecious plants in castor. They 
are also advised to use the castor database 
developed (http://webtom.cabgrid.res.in/castdb/) 
for the identification of gene of interest and 
selection of SSRs and their primers to be used 
under Marker Assisted Selection and molecular breeding.

 
 
 

    

  
   

  

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 
 

 

 

 

 

 

 

 

 

 

 

 
 

 

 

  

 

 
 

  
   

  
   

 
   

 

 

 

 
 
 
 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

(Dept. of Biotechnology, CoA, JAU, Junagadh)

 The seaweed resources viz.,  Green, Red and Brown seaweeds analyzed through Ms/Ms 

based platform showed presence of 375 unique compounds. These seaweeds were found to 

contain important oil content, vitamin D3 and many bioactive compounds that can be used as  
nutraceutical products. In

 
case of ω-3 polyunsaturated fatty acids, eicosapentaenoic acid (EPA) 

was found in seaweed species, viz.,
 

Sarconema filiforme
 

(5.02
 

%)
 

and
 

Spatoglossum asperum
 (4.04

 
%). Vitamin D-3 was found in

 
Caulerpa

 
Lenthilifolia

 
(16.7

 
%),

 
Caulerpa 

sertulorioides

 
(8.5

 
%),

 
Ulva

 
fasciata

 
(10.7

 
%), Halimeda tuna

 
(12.7

 
%), Hydroclatharus 

clathratus

 

(18.9

 

%), Halymenia

 
venusata

 

(6.5

 

%),

 
H. porphyraeformis (20.6

 

%), Dictyopteris 

marginatum, Gelidiopsis

 

repens

 

(18.2

 

%)

 

and

 

Heterosiphonia muelleri

 

(26.1

 

%).

 

Some species 

of seaweeds viz.,

 

Dictyopteris

 

delicatula

 

(2.68

 

%), Heterosiphonia muelleri

 

(0.24

 

%), 

Dictyopteris

 

marginatum (stoecospermum)

 

(4.07

 

%), Spatoglossum asperum

 

(8.1

 

%), Padina 

gymnospora

 

(4.86

 

%), Caulerpa lenthilifolia (0.96

 

%)

 

contained docosahexaenoic acid

 

(DHA). 

These compounds are not found in plants.

  





   
 

 

 

 

 
 
 

1. Flavonoid 21 U78D2, C75A2, C75A4, C75B3, C93C2, F3PH, FAOMT, 
FL3H3, MOMT, SOMT2, SOT5, UFOG, UFOG1, UFOG2, 
UFOG3, UFOG4, UFOG5, UFOG6, UFOG7, UGFGT and 
Y1103

 

2.

 

Chalcone synthase

 

9

 
6DCS, CHS1, CHS2, CHSA, CHSB, CHSD, CHSL1, CHSY, 
PKS5

 

3.
 

Chalconeisomerase
 
4
 

CFI, CFI1, CFI2B, CFI3
 

4.
 

Flavanone synthase
 
3
 

C93C1, FNSI, C93B1 
 

5.  Terpenoid synthase  15
 

BAMS, GBIS1, GBIS2, HUMS, TPS01, TPS05, TPS07, 
TPS08, TPS09, TPS16, TPS18, TPS22, TPS26, TPS29, TPS30

6.

 

Disease resistance

 

89

 

ADR2, CDR1, CHS1, CSA1, DF230, DR206, DRL12, DRL13, 
DRL14, DRL15, DRL16, DRL17, DRL18, DRL19, DRL2, 
DRL20, DRL21, DRL23, DRL24, DRL25, DRL26, DRL27, 
DRL28, DRL29, DRL3, DRL30, DRL31, DRL32, DRL33, 
DRL34, DRL36, DRL37, DRL38, DRL39, DRL4, DRL40, 
DRL41, DRL42, DRL43, DRL45, DRL5, DRL7, DRL8, 
DRL9, DSC1, DSC2, EDR1, EDR2, EDR2L, EDR4, LAZ5, 
LOV1A, NDR1, R13L1, R13L2, R13L3, R13L4, RFL1, RGA1, 
RGA2, RGA3, RGA4, RLM1B, RLM3, RP8HA, RP8L2, 
RP8L3, RP8L4, RPM1, RPP1, RPP13, RPP4, RPP5, RPP8, 
RPS2, RPS4C, RPS4L, RPS4W, RPS5, RPS6C, RPS6R, 
RPS6R, SUMM2, TAO1, WR52C, WR52N, WR52R, 
WR52W, Y4117

 

7.

 

Antifungal

 

4

 

DEF1, DEF15, DEF2, DEF4

 

8.

 

Early flowering

 

13

 

ASHH2, EFM, ELF3, ELF6, HD16N, PAF1, PIE1, REF6, 
RUP1, RUP2, SKIP, SWC6, VIP6

 

9.

 

Aromatic

 

11

 

5MAT, ANTA, AVT3A, AVT3B, AVT3C, DDC, ISS1, PGL1, 
PGL2, PGL3, SOT16

 

10.

 

Drought

 

8

 

AL7A1, DIS1, ERG14, HDG11, LSM5, SAD2, SDIR1, SSP1A

11.

 

Nematodes

 

2

 

ELF3, HSPR2

 

 

 
 

Character Number of 
genes Gene identifiedSr.

No.
    

(Dept. of Biotechnology, CoA, JAU, Junagadh)

 
 
 

Transcriptome analysis in coriander for identification of candidate genes against stem 

gall disease

The scientific community involved in coriander improvement is recommended to use the 
following set of seven primers in the process of marker assisted selection for the identification 
of disease defense genes in coriander genotypes.
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